1 {582 A0 RNA-seq U B 45 {5137 3R % F sl 22 B R A1) B g
BRWESAF (BRFEE)

= KRB FYNKSFRER

= TIERFR: 1 G LmA RNA-seq UFF K% 45 BRIk A B M 22 SRA
R E

= AFER:

LIRSAE: TR 1 MNREHAER 10X genomic HYAEEE R 3'-V3 Ml
R, SHOREN 1 MR, §MERFHE 1206b 8 clean data, FHFEMAE
NSRS STk 456 NMINRHRLERRSHINEEE BN, HER
HRERESS.

2. BRSSHABR: 2 4F

3. MR T EEREYRRERAT

4. TREEF: 53000 T

5. R 3ZMN1&: 53000 T



https://v3.camscanner.com/user/download

